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AAA+ protein, (578) 351; (560) 205
AApoAII amyloidosis, (563) 179
Abacavir, (573) 38
ABC, (578) 145
ABC transporter, (559) 111; (564) 264; (569) 65
ABCG2, (565) 6; 116
Abiotic stress, (556) 127; (566) 115; (577) 545
Abscisic acid, (561) 127
Abscisic acid insensitive 5, (561) 127
Absolute value, (559) 22
Absorption spectroscopy, (560) 221
Acanthamoeba castellanii, (569) 178
Acantholysis, (566) 6
Acanthopagrus schlegeli, (577) 147




N-Acetylglucosaminyl-transferase V, (562) 93
b1,3-N-Acetylglucosaminyltransferase, (556) 216
b1,4 N-Acetylgalactosaminyl-transferase, (567) 203
Acetylated proteins, (573) 11
Acetylation, (561) 195; (577) 399
Acetylcholinesterase, (576) 161
O-N-Acetylglucosamine, (561) 44
Acid protease, (569) 161




Acrosome reaction, (563) 87
Actin, (562) 141; (565) 33, 163; (572) 159
Actin binding, (557) 88
Actin-binding protein, (566) 30
Actin cytoskeleton, (557) 159; (566) 30, 294; (571) 212; (572) 307;
(577) 227
Actin protrusion, (559) 77
Actin sequestering protein, (557) 57
Actin turnover, (556) 221
Actinic light intensity, (571) 134
a-Actinin, (557) 88
Actinoporin, (575) 14
Activated p38, (575) 30
Activation, (559) 71, 99
Activation sequence-1, (563) 141
Activator protein-1, (557) 269; (562) 165
Active site, (559) 27
Active/de-active transition, (556) 64
Activity regulation, (573) 155
Acyclic permutant, (574) 69
Acylaminoacyl peptidase, (571) 17
Adamalysin, (563) 129
Adapter protein, (569) 207; (575) 35
Adenine nucleotide, (573) 219
Adenine nucleotide translocase, (563) 155
Adenine polynucleotide glycosylase, (563) 219
Adenocarcinoma, (556) 221




Adenosine diphosphate receptor, (562) 111
Adenosine diphosphate-ribosylation, (559) 84
S-Adenosylmethionine decarboxylase, (576) 477; (578) 229
Adenovirus, (558) 69; (570) 25; (574) 80
Adenylate cyclase VI, (569) 105
Adenylyl cyclase, (561) 11; (562) 111; (564) 153; (568) 151;
(577) 255
ADF, (576) 91
Adhesion, (556) 175, 69; (569) 149
Adhesion molecule, (564) 161
Adipocyte, (560) 153, 178; (569) 245; (572) 129; (576) 492
Adipocyte diﬀerentiation, (577) 49
Adipogenesis, (577) 49, 277
Adipokine, (572) 129
Adiponectin, (558) 27; (572) 129; (574) 106; (577) 351
Adiponectin receptor, (558) 27
Adipose tissue, (557) 64, 351
ADP, (563) 119
ADP/ATP carrier, (563) 155
ADP-glucose pyrophosphorylase, (573) 99
ADP-ribosylation factor, (566) 241, 281
ADP-ribosylation factor-like 7, (566) 241
Adrenal gland, (566) 247
Adrenergic, (577) 220
b2-Adrenergic receptor, (576) 156
b-Adrenoceptor, (576) 179
Adrenomedullin, (577) 249




Aﬃnity mutant, (576) 375
Aﬂatoxin, (564) 126
African swine fever virus, (569) 224
Age-related macular degeneration, (557) 21
Aggregate, (571) 171
Aggregation, (556) 227; (565) 155
Aggresome, (565) 28
Aging, (558) 19; (570) 57
Agonist induction, (556) 13
Airway epithelium, (576) 339
Akt, (570) 102; (574) 181; (577) 270, 455
b-Alanine, (572) 251
Alanine aminotransferase, (566) 251
b-Alanine aminotransferase, (572) 251
Alanine-scanning mutagenesis, (558) 45
Alcohol, (563) 59
Alcohol dehydrogenase class I and III, (559) 27
Alcohol oxidase, (574) 62






Allosteric eﬀector, (562) 59
Alpha subunit C-terminal domain, (558) 13
Alpha-helix, (561) 51
ALS2 carboxy-terminal like, (575) 64
Alternative lengthening of telomere, (567) 142
Alternative oxidase, (570) 52
Alternative splicing, (560) 98; (566) 234; (574) 13; (577) 233
Alternative transcription, (578) 157
Alu repeat, (567) 136
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Aluminum ﬂuoride, (559) 77
Alzheimer, (576) 183
Alzheimer’s disease, (557) 185, 233; (562) 16; (563) 191; (566) 261;
(567) 248; (568) 178; (569) 135
Amadori product, (577) 469
AMI, (568) 155
Amidation, (577) 399
Amine oxidase, (576) 301
4-Aminobutyrate, (572) 251
4-Aminobutyrate aminotransferase, (572) 251
Amino acid composition, (576) 348
Amino acid metabolism, (566) 251; (578) 63
Aminoacylase 1, (568) 30
Aminoacylation, (578) 135
2-Aminoethoxydiphenyl borate, (556) 121
Aminoglycoside-arginine conjugate, (577) 415
Aminopeptidase, (571) 192
Aminotransferase, (571) 141
Ammi majus L., Apiaceae, (577) 367
Ammonia, (574) 31
Amoebapore, (564) 109
AMP-activated protein kinase, (568) 4; (577) 539
50-AMP-activated protein kinase, (573) 219
AMPK, (573) 175
Ampliﬁcation inhibitor, (566) 223
Amylin, (577) 117
Amyloid, (570) 73; (577) 117, 127
Amyloid-b, (576) 57
Amyloid b-protein, (569) 135
Amyloid ﬁbrils, (563) 179; (576) 313
Amyloid formation, (564) 121
b-Amyloid peptide, (562) 16
Amyloid precursor protein, (557) 233; (563) 191; (570) 73, 114
b-Amyloid precursor protein, (567) 248
Amylosucrase, (560) 91
Amyotrophic lateral sclerosis 2, (575) 64
Anabaena PCC 7120, (576) 261
Anaerobic metabolism, (576) 442
Analytical ultracentrifugation, (578) 140
Androgen receptor, (575) 119
Anesthesia, (578) 140
Ang II type 1 receptor, (577) 239
Angiogenesis, (563) 98; (569) 105; (570) 47; (575) 59
Angiotensin II, (574) 106
Angiotensin II AT1 receptor antagonist, (576) 492
Angular reconstitution, (564) 245
1-Anilinonaphthalene-8-sulfonate, (567) 333
8-Anilino-1-naphthalenesulfonic acid, (561) 213
Anion binding, (573) 181
Anion exchange, (564) 97
Anisotropic membrane component, (574) 9
Ankylosing spondylitis, (575) 1
Annelid, (561) 167
Annexin, (558) 114; (559) 13; (562) 79
Anoikis, (557) 221
Antagonist, (568) 171
Antibacterial peptide, (561) 181
Antibiotics synergism, (567) 20
Antibodies, (564) 24; (572) 299
Antibody library, (564) 340
Anticancer drug, (562) 11
Antidiuretic action, (556) 53
Antidote, (562) 125
Antiferritin, (557) 248
Antifungal activity, (575) 71
Anti-inﬂammatory compound, (578) 269
Antimicrobial peptide, (564) 109; (565) 65, 171; (566) 301; (577) 209
Antioxidant, (558) 3; (569) 1; (570) 77; (571) 9; (572) 245; (573) 31;
(578) 26; (578) 80
Antisense, (556) 180; (567) 49; (576) 481; (578) 285
Antisense single-stranded DNA, (562) 125
Antisense transcript, (567) 27
a1-Antitrypsin, (576) 343
Antiviral, (577) 345
Antiviral chemotherapy, (573) 38
Antiviral response, (567) 230
AOC, allene oxide cyclase, (562) 45







Apis mellifera, (575) 99
Aplysia kurodai, (574) 203




Apolipoprotein E, (569) 135
Apoptin, (557) 155
Apoptosis, (556) 39, 47; (557) 1, 14, 57, 155, 283; (558) 57, 89; (559)
118, 171; (560) 51, 63, 81, 103; (562) 5; (562) 87; (563) 103; (563) 155;
(563) 6, 169, 170, 234; (567) 86, 111, 189, 281; (568) 35, 183; (569) 94,
129, 201, 224, 249; (570) 102, 189, 205; (571) 43; (573) 19; (574) 13,
80, 106; (575) 41; (576) 277; (577) 60, 67, 309, 357, 427; (578) 1, 41,
85, 111, 169, 245, 323, 363
Apoptosis-inducing factor, (557) 14
Appican, (557) 233
2A proteinase, (560) 51
Aquaporin, (574) 31
Aquaporin-2, (568) 139
Arabidopsis, (556) 91; (557) 259; (559) 99; (561) 22; (562) 147; (565)
101; (567) 15, 302; (574) 62; (576) 5, 141, 306; (577) 528
Arabidopsis thaliana, (556) 99, 148; (557) 199; (561) 132; (562) 189;
(566) 115; (569) 89, 317; (573) 105; (574) 20, 42, 192; (576) 169;
(577) 193
Arabinobiose, (560) 199
Archaea, (574) 161; (576) 133; (577) 523
Archaeal protein, (569) 284
Archaebacterium, (561) 11
Archaeon protein, (557) 49
Arenicin, (577) 209
Arenicola marina, (577) 209
ARF6, (559) 77
Arginine kinase, (573) 78
Arginine transport, (571) 177
Aromatic amino acid hydroxylase, (565) 155





Arsenic stress, (566) 141
Arsenic trioxide (As2O3), (569) 94; (578) 85
ARTEMIS, (569) 89
Artemisinin, (556) 245; (575) 91
Articular cartilage, (563) 23
Artiﬁcial transcription factor, (560) 75
Aryl hydrocarbon nuclear translocator, (567) 311




Asn-Xaa-Cys motif, (576) 51
Aspartic proteinase, (576) 271
Aspergillus ﬂavus, (564) 126
Aspergillus fumigatus, (562) 79
Aspergillus niger, (557) 239; (569) 161
Assay system, (567) 344
Assembly of trimers, (557) 81







Atomic force microscopy, (560) 109; (564) 281; (565) 53; (566) 131;
(569) 346; (577) 460
Atopic dermatitis, (566) 195; (572) 135
ATP, (564) 131; (569) 245; (572) 65
ATPase, (560) 205; (576) 1
ATPase associated with various cellular activities, (574) 161
ATPase associated with diverse cellular activities protein, (578) 191
ATP-binding cassette transporter, (561) 207; (577) 322
ATP binding pocket, (556) 26
ATP-dependent remodeling, (567) 15
ATP-dependent vacuolar pump, (577) 322
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ATP hydrolysis, (578) 191
ATP production, (567) 96
ATP release, (566) 287
ATP synthase, (556) 35; (576) 1; (576) 97
AtPot1, (578) 311
ATR, (577) 289
ATR-FTIR spectroscopy, (566) 190
ATRIP, (577) 289
AtT-20, (563) 229
A-type lamin, (568) 122
Atypical pneumonia, (565) 111
Autoactivation, (556) 143
Autoimmune disease, (567) 281
Autoimmune disorders, (575) 1
Auto-inhibition, (574) 20
Automation, (564) 289
Autophagy, (567) 302; (577) 357, 491
Autoregulation, (576) 119
Autoxidation, (574) 203




Azotobacter vinelandii, (573) 93
Azotobacter vinelandii rhodanese, (577) 403
B
Bacillosamine, (559) 136
Bacillus subtilis, (557) 45; (570) 13
Bacillus thuringiensis, (570) 30; (576) 331
Backbone NH, (564) 47
Bacterial ﬂagellum, (568) 105
Bacterial genome, (561) 11
Bacterial microcrystalline cellulose, (576) 251
Bacterial pathogenicity, (567) 297
Bacterial photosynthesis, (560) 109
Bacterial programmed cell death, (567) 316
Bacterial protein, (569) 284
Bacterial respiration, (576) 201
Bacteriochlorophyll, (560) 221
Bacterioferritin, (573) 93
Bacteriophage HK022, (577) 17
Bacteriorhodopsin, (564) 269, 301
Bacterium, (561) 3
Baculoviral IAP repeat domain, (558) 57
Baculovirus system, (576) 174
Bad, (571) 43
BAI1-AP4 promoter, (566) 87
Barley, (562) 45
Barnase, (557) 164
b Barrel, (572) 233
Barstar, (557) 164
Basic ﬁbroblast growth factor, (568) 39; (573) 19; (577) 277
Basic leucine zipper factor, (562) 165
Basolateral Cl) channel, (577) 551
Basolateral membranes, (576) 31
Batrachotoxin, (577) 245
Bax, (566) 100; (568) 35
Bax conformation, (578) 41
BC200 RNA, (576) 437
B cell development, (564) 147
Bcl10, (578) 239
Bcl-2, (571) 43; (568) 183; (569) 59, 249; (570) 189
Bcl-associated athanogene 4, (558) 101
Bcl-xL, (559) 171
Bcr-abl tyrosine kinase, (564) 73
Beta amyloid, (570) 114
Betacyanin, (568) 159
Betaglycan, (559) 107
Betaine/carnitine/choline transporter, (573) 155
bHLH, (577) 528
Bicelle, (567) 265
Bidirectional promoter, (572) 147
Big MAP kinase 1, (566) 255
Bikunin, (576) 408
Bilayer lipid membrane, (576) 205
Bile acid, (570) 25
Bile acid production, (559) 125






Binding epitope, (568) 65
Binding free energy change, (563) 55
Binding protein, (568) 19
Binding site, (564) 319; (567) 239; (567) 297
Bioactive peptide, (574) 55
Biocatalysis, (575) 127






Biomaterial, (563) 103; (567) 344
Bio-mineralization, (567) 179
Biomolecular electronics, (560) 109
Biosensors and nanotechnology, (567) 344
Biotechnology, (571) 233
Biotic stress, (566) 1
BIT, (557) 204
Bivalent cation, (577) 367
Bivalve mollusk, (561) 75
BKCa, (570) 143
Black lipid membrane, (565) 171
Black seabream, (577) 147
Blc, (562) 183
Blood coagulation, (577) 512
Blue light, (571) 26
Blue light photoreceptor, (572) 8
Blue light receptor, (577) 255
Blue native, (563) 165
Blue native PAGE, (575) 52
BLUF, (577) 255
BMAL1, (565) 122
BODIPY, 4,4-diﬂuoro-4-bora-3a,4a-diaza-s-indacene, (572) 11
Bombyx mori, (576) 331
Bone, (559) 6
Bone marrow, (556) 249
Bone marrow cell, (578) 10
Botulinum neurotoxin A, (572) 299
Bovine chromaﬃn cell, (571) 103
Bovine rhodopsin, (564) 269
Bovine thrombin, (562) 125
bpV, (566) 35
Bradykinin, (560) 30
Brain, (567) 129; (569) 293; (572) 189
Brain angiogenesis, (569) 307
Brain development, (573) 161
Brain-speciﬁc angiogenesis inhibitor 3, (569) 307





Breast cancer, (567) 243; (576) 190; (577) 339
Bronchial epithelial cell, (559) 33





C2 domain, (559) 13
C-4 hydroxylase, (576) 63
C3-plant, (577) 305
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C protein, (567) 291
C2C12 myoblast, (578) 47
C1r-C1s, Uegf and Bmp1, (569) 149
Ca chelator, (576) 41
CaV2.2 channel, (576) 21
Ca2+, (560) 158
[Ca2+]i, intracellular calcium concentration, (573) 207
Ca2+-ATPase, (574) 20, 31, 73
Ca2+-binding, (576) 73
Ca2+ channel, (563) 87; (576) 21
Ca2+-dependent protein interaction, (559) 57
Ca2+ homeostasis, (576) 31
Ca2+-induced extrusion, (573) 121
Ca2+ inﬂux, (578) 47
Ca2+ overload, (567) 111
Ca2+-regulated secretion, (559) 13
Ca2+ release, (567) 111
Ca2+-sensitization, (578) 73
Ca2+ signaling, (569) 301
CaCDC37, (561) 223
Caco-2, (569) 123
Caco-2 cells, (573) 195
Cadmium, (561) 22; (576) 237; (577) 9
Cadmium detoxiﬁcation, (577) 322
Cadmium responding gene, (576) 423
Caenorhabditis briggsae, (572) 3
Caenorhabditis elegans, (572) 3; (573) 55; (576) 297; (578) 191
Cafestol, (569) 321
Caﬀeoyl coenzyme-A dependent O-methyltransferase, (577) 367
Cajal body, (572) 75
Calcineurin, (569) 301; (571) 107; (573) 121; (576) 266; (577) 294
Calcitonin gene-related peptide family, (556) 53
Calcium, (556) 121; (556) 127; (556) 271; (557) 121; (562) 79; (564)
177; (565) 75; (571) 55, 99; (576) 445; (577) 483
Calcium binding protein, (561) 51
Calcium/calmodulin-dependent protein kinase I, (566) 275
Calcium/calmodulin-dependent protein kinase II, (572) 307
Calcium/calmodulin-dependent protein kinase II (Ca2+/CaM kinase
II), (569) 123
Calcium ion release, (570) 126
Calcium regulation, (567) 166
Calcium signaling, (559) 99; (577) 393
Calcium wave, (572) 65
Calmodulin, (557) 121; (559) 175; (567) 166; (568) 70; (569) 70; (573)
121; (574) 20; (576) 31; (577) 284; (578) 106
Calmodulin-binding motif, (577) 465
Calmodulin-dependent protein kinase I, (570) 133
Calnexin, (566) 270
Calnexin homologue, (570) 155
Calorimetry, (576) 68
Calponin, (562) 141
Calponin repeat, (556) 221
Calreticulin, (566) 270
Camelid heavy-chain antibody VH domain, (564) 35
CaMKII, calcium/calmodulin-dependent protein kinase II, (573) 207
Camouﬂage, (567) 175
cAMP, (561) 11; (569) 105; (575) 99; (577) 255
cAMP-binding aﬃnity, (571) 154
cAMP-dependent protein kinase, (557) 181, 275
cAMP receptor protein, (563) 55; (571) 154
Campylobacter jejuni, (559) 136
Cancer, (561) 186; (563) 151; (564) 9; (569) 1; (574) 1; (577) 309
Cancer cachexia, (572) 189
Cancer cell, (576) 14
Cancer drug resistance, (567) 116
Cancer prevention, (572) 245
Candida albicans, (556) 47; (561) 223
Candidate gene, (556) 75
Cannabinoid receptor CB2, (577) 563
Cannonball, (572) 141
Cap analysis of gene expression, (559) 22
Capacitance measurement, (571) 103
Capacitative calcium entry, (578) 316
Capacitative entry, (556) 121
Capillary electrophoresis, (568) 99; (570) 107
Capping protein, (568) 105
Capsaicin, (572) 266
Carbamoyl-phosphate synthetase, (572) 251
Carbamylation, (563) 13
Carbohydrate active enzyme, (565) 188
Carbohydrate speciﬁcity, (562) 51
Carbohydrate-binding module, (561) 155; (566) 11
Carbon metabolism, (560) 205; (571) 124
Carbon monoxide, (575) 91
Carbon monoxide production, (557) 45
Carbonic anhydrase, (577) 305
Carbonic anhydrase IX, (577) 439
Carbovir, (573) 38




Cardiac ﬁbroblast, (576) 156
Cardiac physiology, (566) 255
Cardiogenesis, (556) 281
Cardiolipin, (577) 193
Cardiolipin synthase, (577) 193




Carotenoid-binding protein, (567) 175
Cartilage, (572) 33
Caspase, (560) 63; (563) 103; (567) 248; (573) 19; (576)277; (577) 483;
(578) 169
Caspase-14, (577) 446
Caspase-activated DNase, (566) 234
Caspase-independent cell death, (557) 14; (569) 49
Caspase inhibitor, (560) 51
Cassette mutagenesis, (562) 59
Catalase, (577) 327; (578) 152
Catalysis, (567) 67; (577) 27
Catalytic cycle, (566) 126
Catalytic mechanism, (571) 17, 192; (577) 265
Catalytic residue, (560) 131; (569) 161; (574) 73
Catalytic RNA, (567) 42
Catalytic sites, (567) 239
Catalytic subunit, (577) 205
Catastrophe promoting factor, (572) 80
Catenin, (562) 99
b-Catenin, (568) 60
Catharanthus roseus, (558) 85; (567) 197
Cathepsin B, (569) 49
Cathepsin L, (576) 358
Cation binding, (562) 207
Cation channel, (564) 251






CCAAT site, (577) 55
CCAAT/enhancer-binding proteinb, (563) 223
c-Cbl phosphorylation, (577) 555
CCC2, (566) 218










CD3f ITAM, (574) 37
CD34+ progenitor, (568) 79
CD36, (576) 343; (577) 239
CD44, (576) 408
CD81 antigen, (562) 99
CD98, (577) 473
Cdc25, (560) 7




Cdk5 activator, (561) 177
cDNA, (577) 209
cDNA array, (559) 125; (576) 423
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CDP-alcohol phosphotransferase motif, (577) 193
CDT1, (574) 192
Ce-lea-1, (577) 21
Celiac disease, (562) 177
Ce-lin-53, (577) 21
b-Cell, (560) 103; (565) 133
Cell adhesion, (567) 321; (571) 99; (576) 161; (577) 478
Cell aggregation, (563) 103
Cell cycle, (557) 209; (560) 25; (565) 176; (567) 86; (570) 149; (572)
118; (573) 31; (575) 41; (578) 99, 245, 323
Cell cycle arrest, (575) 23; (577) 55
Cell cycle control, (556) 91
Cell-cycle-dependent histones, (556) 265
Cell death, (563) 155; (570) 114; (578) 169
Cell death-inducing DFF45-like eﬀector, (566) 234
Cell delivery, (556) 180
Cell diﬀerentiation, (577) 277
Cell division, (561) 3
Cell-free protein synthesis, (559) 66; (576) 387
Cell-free repair system, (572) 99
Cell-free translation, (562) 155
Cell fusion, (577) 473
Cell growth, (556) 199; (567) 152; (576) 266
Cell lysis, (563) 213
Cell migration, (569) 185
Cell motility, (556) 221
Cell penetrating peptide, (567) 265; (569) 346; (570) 149
Cell proliferation, (562) 5; (564) 171; (576) 156, 221
Cell surface distribution, (573) 6
Cell survival, (569) 267; (578) 152
Cell suspension culture, (567) 197
Cell transformation, (567) 321
Cell volume regulation, (556) 99
Cell wall, (571) 221
Cellular inhibitor of apoptosis protein, (566) 151
Cellular senescence, (575) 30
Cellulose binding, (576) 251
Cellulose degradation, (566) 11
Cellulose deposition, (564) 183
Cellulosome, (572) 195
Centromere, (575) 112
Centrosome, (566) 162; (572) 51; (575) 112
Centrospermae, (568) 159
Ceramide-1-phosphate, (562) 5
Ceratium horridum, (577) 535
Cereal, (567) 214
Cerebellum, (576) 183
Cerebral ischemia, (569) 307










-cyclic monophosphate, (573) 207
cGMP-dependent kinase, (559) 118
cGMP-dependent protein kinase, (557) 181; (575) 19
C2H2 Zinc ﬁnger (572) 15
Chagas’ disease, (560) 134
Chalcone synthase superfamily enzyme, (562) 171
Channel, (559) 145
Channel blocker, (558) 52
Chaperone, (559) 181; (560) 19, 35; (561) 223; (562) 11; (570) 155;
(577) 507; (578) 323, 351
Chaperone activity, (566) 311; (576) 256
Chartreusin, (576) 68
CHASE, (576) 287




Chemical communication, (558) 23
Chemical modiﬁcation, (561) 213
Chemokine, (563) 98; (570) 47; (571) 166
Chemokine receptor, (571) 166
Chemosensitivity, (570) 7
Chemotaxis, (564) 219
Chevron plot, (567) 333
Chimaerin, (561) 177
Chimera, (566) 213; (571) 166
Chimeric DnaK/DnaJ-binding peptides, (563) 146
CHIP, (565) 11
Chitinase, (567) 307
Chitobiose phosphorylase, (567) 307
Chk1, (558) 57
Chk1 kinase, (569) 217
Chlamydia pneumoniae, (562) 22
Chlamydomonas, (563) 119
Chlamydomonas reinhardtii, (559) 129; (562) 202; (564) 104
Chloramphenicol acetyltransferase assay, (560) 210
Chlorella cell wall, (559) 51
Chlorella sorokiniana, (576) 151
Chloride channel, (558) 52; (564) 229; (566) 287; (575) 105; (578) 85
Chloride intracellular channel, (566) 136
Chloride intracellular channel 4, (562) 99
Chloride secretion, (558) 52
Chloride selectivity, (564) 229
Chloroform–methanol–water solvent, (556) 35
Chlorophyll, (556) 95
Chloroplast, (557) 109; (569) 89; (577) 305
Chloroplast import, (564) 116
Chloroplast ribonucleoprotein, (576) 477
Chloroquine, (575) 91
Chlorovirus, (559) 51
CHO cell, (562) 71
Cholera toxin, (561) 122
Cholesterol, (559) 1; (560) 63; (564) 109; (566) 241, 291; (569) 346;
(575) 81
Cholesterol depletion, (566) 65; (577) 87
Cholesterol-based cationic amphiphile, (556) 86
Cholesterol diet, (562) 99
Cholesterol-rich diet, (572) 294
Choline kinase, (566) 115
Chondrocyte, (563) 35
Chondrogenesis, (563) 35
Chondroitin sulfate, (557) 233
Choroidal neovascularization, (557) 21
Chromatin, (567) 8; (567) 15; (574) 1
Chromatin 3D structure, (564) 4
Chromatin decondensation, (577) 496
Chromatin modiﬁcation, (572) 184
Chromogranin, (571) 107
Chromophore binding site, (573) 1
Chromosomal region maintenance 1, (576) 27
Chromosome 2 open reading frame 7, (576) 401
Chronic hypoxia, (569) 256
Chronic lymphocytic leukemia, (556) 75
Chronic myelogenous leukemia, (564) 73
CHX, cycloheximide, (562) 40
Chymotrypsin-like activity, (578) 217
CIN85, (566) 294
Circadian, (567) 49; (572) 206; (577) 220
Circadian clock, (557) 259; (565) 122
Circadian expression, (564) 91
Circadian rhythm, (559) 129
Circular dichroism, (561) 213
Circular dichroism spectroscopy, (570) 119
Circular polysome, (562) 155
Circular protein, (574) 69
cis Element, (578) 229
Cis-acting element, (561) 181; (562) 27
Citrate, (557) 115
Citrate fermentation, (570) 217
Citric acid cycle, (557) 115
Citrus unshiu, (561) 149
c-Jun, (568) 79
c-Jun N-terminal kinase, (567) 248; (572) 177; (577) 187; (578) 111
14C-labeled jasmonic acid, (562) 45
13C labelling, (568) 117
Cl) channel, (559) 45
Cl) homeostasis, (564) 131
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Glioma, (569) 307; (578) 323
Gloeobacter violaceus, (578) 275
Glossiphoniid leech, (561) 167
Glucanase, (572) 3
Glucoamylase, (557) 239
Glucocorticoid, (566) 247; (571) 129
Glucocorticoid hormone, (576) 339
Glucocorticoid receptor, (560) 35
Glucokinase-regulatory protein, (570) 211
Gluco-lipotoxicity, (577) 539
Gluconate dehydratase, (576) 133
Gluconeogenesis, (561) 202; (577) 154
Glucose, (570) 205; (571) 55
Glucose deprivation, (563) 185
Glucose metabolism, (577) 154
Glucose oxidase, (561) 213
Glucose-6-phosphatase, (558) 69; (562) 160
Glucose-6-phosphate dehydrogenase, (569) 256
Glucose-regulated protein, (563) 185
Glucose transport, (570) 93




Glucosyltransferase, (567) 197; (568) 159
b-Glucuronidase, (578) 229
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GLUT4, (576) 492
Glutamate, (578) 80
Glutamate dehydrogenase, (562) 59
Glutamic peptidase, (569) 161
Glutamine cyclotransferase, (563) 191
Glutamine synthetase, (558) 45
Glutaminyl cyclase, (563) 191
Glutaminyl-tRNA synthetase, (557) 133
Glutamyl cyclase, (563) 191
c-Glutamylcysteine synthetase, (556) 47
Glutamyl-tRNA synthetase, (557) 133
Glutaredoxin, (565) 203
Glutathione, (556) 47; (560) 63; (565) 203; (569) 169, 256; (571) 187;
(572) 245; (578) 80
Glutathione peroxidase, (565) 148; (569) 301
Glutathione reductase, (559) 66
Glutathione S-transferase, (566) 100; (572) 245
N-Glycan, (561) 132; (562) 134
O-Glycan, (566) 17
Glycerol, (569) 337
Glycerol uptake, (565) 160
Glycine receptor, (566) 213
Glycine-extended gastrin, (556) 199
Glycodelin, (562) 134
Glycogen synthase kinase-3b, (560) 115
Glycogen synthesis, (573) 99
Glycolipid galactosyltransferase promoter, (576) 487
Glycolysis, (570) 93; (577) 1; (577) 469
Glyconeogenesis, (576) 445; (577) 154
Glycoprotein, (577) 422
Glycoprotein 2, (578) 236
Glycoprotein VI, (576) 165
Glycoprotein binding, (562) 51
Glycosaminoglycan, (574) 95
Glycoside hydrolase, (566) 11
Glycoside hydrolase family 18, (567) 307
Glycosylated human C-reactive protein, (576) 107
Glycosylated lysozyme, (557) 169
Glycosylation, (566) 270; (576) 401
N-Glycosylation, (565) 143; (576) 21, 51
O-Glycosylation, (561) 44; (566) 17
Glycosylphosphatidylinositol anchor, (569) 229
Glycosyltransferase, (561) 132; (562) 134
GM3, (567) 203
GNE, (566) 105
Go/i protein, (564) 157
Golf, (564) 153
Golgi, (565) 111; (567) 209
Golgi apparatus, (563) 59; (564) 97; (566) 281; (573) 161
Golgi body, (574) 9
Gonopodium, (575) 119
Gossypol, (563) 87




G-protein, (570) 128; (571) 212; (572) 167; (576) 461
G-protein activated potassium channel, (564) 157
G-protein coupled receptor, (556) 13, 187; (562) 111; (564) 281, 289;
(568) 89; (569) 149; (573) 226
G-protein regulation, (576) 41
Granulocyte, (572) 289
Granulocyte colony-stimulating factor, (556) 249
Granulocyte macrophage colony-stimulating factor, (566) 195
Granzyme B, (562) 87
Grb2, (560) 215
Green- and red-emitting luciferases, (565) 122
Green bacteria, (564) 274
Green ﬂuorescent protein, (557) 88; (569) 82; (570) 175
Growth, (563) 69; (563) 82; (577) 1
Growth arrest and DNA damage-inducible gene 45, (577) 55
Growth cone, (578) 175
Growth factor, (557) 243; (565) 19; (566) 178; (572) 85
Growth hormone, (558) 27; (572) 129
Growth hormone receptor, (558) 96
Growth hormone secretagogue receptor, (577) 147
Growth inhibition, (562) 71; (565) 117
GrpE, (562) 105
Gs, (564) 153
GSK-3b, (566) 60; (566) 162; (577) 81
GT element, (562) 147
GT-3a, (562) 147
[35S]GTPcS binding assay, (570) 126
GTPase, (566) 241
GTPase activating protein, (557) 275; (571) 212; (572) 135
GTP-binding protein, (577) 361
GTP-gamma-S, (571) 103
Guanidine hydrochloride, (557) 49; (576) 313
Guanine nucleotide exchange factor, (559) 77; (572) 167; (575) 64







D-2-Hydroxyglutaric aciduria, (557) 115
H2O2 compartmentalization, (578) 152
H2O2 gradients, (578) 152
H+/Ca2+ antiporter, (559) 99
H+-ATPase, (576) 266
H+-pumping ATPase, (570) 93
HaCaT, (570) 223; (576) 137
HaCaT cell, (577) 249
Haem, (574) 62
Haem-copper oxidases, (567) 103
Haemolysis, (577) 399
Haemolysis screening, (575) 14
Haemopoiesis, (578) 1
Half-life, (571) 217
Halophilic bacterium, (558) 7
Halophilic enzyme, (558) 7; (570) 87
Halothane, (578) 140
Hammerhead ribozyme, (567) 42
Hamster, (570) 25
HAP2, (568) 105





Head-to-head genes, (572) 147
Heart, (557) 39; (562) 99; (563) 161; (568) 167; (569) 293
Heat capacity, (576) 468
Heat resistance, (561) 144
Heat shock, (559) 165; (577) 215
Heat shock protein, (562) 11; (565) 28; (570) 69; (571) 187
Heat shock protein 27, (564) 205; (572) 307
Heat shock protein 60, (568) 65
Heat shock protein 70, (558) 101; (561) 144; (576) 381; (577) 339
Heat shock protein 90, (560) 35; (574) 106; (574) 181; (575) 59
Heat shock response, (562) 105
Heat shock transcription factor, (571) 187
Heat stability, (558) 7
Heat stress, (577) 21
Heavy metal, (556) 167; (566) 1; (569) 140
Heavy-metal resistance, (575) 86
Heavy metal stress, (577) 9
Hedgehog signaling, (578) 157
HEK-293 cell, (576) 21
a-Helix, (559) 145
Helix-8, (576) 461
Helix cap, (559) 145
Helix interaction, (557) 253; (577) 5
Hematophagous, (577) 512
Hematopoiesis, (572) 57
Heme, (568) 44; (572) 281; (577) 35
Heme alkylation, (556) 245
Heme ligand exchange, (565) 48
Heme oxygenase, (578) 90
Hemin/tRA, (577) 361
Hemoglobin, (556) 245
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Hemolectin, (576) 127
Heparan sulfate, (576) 127
Heparin, (568) 10; (574) 95; (576) 127
Heparin-binding growth factor, (557) 233
Hepatic phenylalanine hydroxylase, (577) 507
Hepatitis B virus, (577) 121
Hepatitis B virus X protein, (557) 73; (560) 210; (577) 121
Hepatitis C virus, (557) 174; (557) 99; (567) 253; (577) 517
Hepatitis delta antigen, (578) 345
Hepatocellular carcinoma, (560) 19, 210; (565) 93; (576) 481
Hepatocellular carcinoma cell line, (558) 107
Hepatocyte, (569) 235; (570) 57
Hepcidin, (574) 187
HepG2, (570) 7
HepG2 cell, (577) 81
HER-1, HER-2, HER-3, HER-4, (568) 163
HERC1, (559) 77
Hereditary inclusion body myopathy, (566) 105
Herstatin, (568) 163
Heterochromatin, (564) 4
Heterochromatin protein 1, (560) 39
Heterodimer, (568) 151; (569) 332; (573) 135
Heterogeneity, (571) 134
Heterologous expression, (566) 201; (567) 197
Heteromeric channel, (573) 61
Heteronuclear NMR, (569) 112
Heteronuclear single-quantum coherence nuclear magnetic reso-
nance, (573) 181
Heterotrimeric G protein, (567) 209
Hexacoordinate, (571) 61
Hexamethylene amiloride, (557) 99
Hexose-6-phosphate dehydrogenase, (571) 129
hHR23B, (574) 121
HIF-1a, (567) 311
High-aﬃnity IgE receptor, (556) 204
High density lipoprotein, (570) 25
High-Km hexokinase, (570) 211
High mobility group, (556) 236; (559) 89
High mobility group A proteins, (574) 1
High mobility group A1, (569) 277
High performance liquid chromatography-electrochemical, (578) 53
High resolution nuclear magnetic resonance spectroscopy, (557) 148
High resolution polyacrylamide gel electrophoresis, (561) 191
Higher order folding, (564) 4
Highly similar to smoothelin, (564) 205
Hill factor, (576) 77
Hippocampal cell, (566) 25





Histamine H1 receptor, (573) 226
Histidine, (568) 44; (577) 284
Histidine-containing phosphotransfer, (558) 85
Histone, (560) 39; (564) 4; (567) 225
Histone acetylation, (567) 8
Histone deacetylase, (556) 281; (575) 23
Histone deacetylase inhibitor, (570) 37; (574) 171
Histone c-H2AX, (572) 75
Histone mRNA, (556) 7
HIV, (565) 89; (567) 183; (568) 171; (578) 285
HIV-1, (563) 75
HIV-1 TAR, RRE RNA, (577) 415
HL-60, (568) 79




1H NMR spectroscopy, (575) 86
hnRNP K homology-domain containing protein overexpressed in can-
cer, (569) 277
hnRNP K protein, (577) 134




Homologous recombination, (574) 151; (576) 291
Homology model, (558) 101
Homology modelling, (574) 31; (575) 71; (578) 5; (578) 163
Horizontal gene transfer, (572) 201
Host cell reactivation, (572) 99






Hsp70, (560) 19; (562) 105; (563) 146






Human aldolase C gene, (578) 337
Human apoA-I expression, (557) 39
Human astroglia, (563) 223
Human bronchial epithelial cell, (574) 89
Human cell, (557) 193
Human chronic myelogenous leukemia K562 cell line, (577) 361
Human cytomegalovirus, (563) 135
Human b-defensin 2, (561) 117
Human herpesvirus 6, (560) 25
Human immunodeﬁciency virus, (563) 113; (573) 38
Human keratinocyte, (566) 6
Human mitochondrion, (578) 135
Human monoamine oxidase B structure, (564) 225
Human neurotrophin receptor p75 interacting MAGE homolo-
gue, (564) 171
Human osteosarcoma cell, (557) 148
Human polyhomeotic 2, (564) 205
Human protease-associated domain-containing protein, 21
kDa, (576) 401
Human rhinovirus, (568) 99
Human T-cell leukemia virus type I, (562) 165
Human T-cell leukemia virus type I basic leucine zipper, (562) 165
Human telomerase reverse transcriptase, (564) 9
Human Tid-1, (578) 323
Human transferrin, (564) 294; (576) 51
Humoral factor, (565) 143
Hyaluronan, (563) 23
Hyaluronan binding protein, (563) 23
Hybridization, (578) 345
Hydrogen bond, (559) 145; (577) 5
Hydrogen exchange, (578) 140
Hydrogen peroxide, (560) 7; (561) 163; (563) 141; (572) 307; (577)
327; (577) 483
Hydrogenase, (570) 1
12-Hydro(peroxy)eicosa-tetraenoic acid, (576) 165
Hydrophobic interaction, (557) 69; (576) 313
Hydrophobic moment, (576) 417
1-Hydroxycarotenoid 3,4-dehydrogenase, (570) 184
4-Hydroxyhexenal, (566) 183; (578) 217
b-Hydroxyisobutryl-CoA hydrolase, (571) 147
Hydroxylase, (563) 93
Hydroxyl ion, (564) 301
Hydroxymethylbutenyl pyrophosphate, (561) 99
2-Hydroxy-5-methyl-1-naphthoic acid, (566) 201
11b-Hydroxysteroid dehydrogenase, (571) 129
11b-Hydroxysteroid dehydrogenase-type 1, (574) 167
11b-Hydroxysteroid dehydrogenase-type 2, (574) 167
17b-Hydroxysteroid dehydrogenase-type 2, (574) 167




Hyperosmotic shock, (561) 202
Hyperosmotic stress, (574) 42
Hyperphenylalaninemia, (577) 507
Hyperpolarization- and cyclic nucleotide-activated channel, (575) 99
Hyperthermia, (561) 144
Hypoglycemia, (571) 237
Hypoosmotic stress, (574) 42
Hypothermal stimulation, (566) 121
Hypothetical protein, (577) 159
Hypoxia, (556) 137; (567) 311; (569) 293; (575) 59; (576) 14; (577)
434, 439; (578) 53
Hypoxia-inducible factor, (569) 256; (575) 59
Hypoxia-inducible factor-a, (576) 145
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Hypoxia-inducible factor-1, (576) 14; (577) 434
Hypoxia-inducible factor-1a, (569) 293; (577) 121
Hypoxia/reperfusion-injury, (566) 255
Hypoxic defense, (567) 116
I




ICK peptide, (572) 109
ICln, (559) 45
IEC-6, (573) 147
IFN-b, (570) 97; (576) 86
IFN-c, (570) 63
IGF-1, (577) 357
IGF-I receptor, (568) 163
IgG autoantibody, (566) 6
IKK, (566) 183
IKLF, (578) 99
IL-1, interleukin1, (575) 136
IL-1 receptor antagonist, (575) 30
IL-6, (573) 202
Immediate early gene, (561) 181
Immune escape, (567) 63





Immunoglobulin binding protein, (559) 57
Immunohistochemistry, (575) 19
Immunoinhibition, (574) 37; (577) 563
Immunoprecipitation, (570) 20
Immunosurveillance, (567) 63
Immunotherapy of cancer, (567) 63
Immunotoxin, (557) 248; (562) 87
IMPAS, (557) 185
Import, (557) 109
In situ hybridization, (562) 45; (564) 14
In vitro motility assay, (563) 119
In vitro protein synthesis, (560) 173
In vitro selection, (567) 55
In vitro transcription, (564) 41
In vitro translation, (569) 211
In vivo deuterium pulse labeling, (569) 173
In vivo electroporation, (559) 159
In vivo nuclear magnetic resonance, (564) 63
Inclusion body, (557) 49
Indanoyl isoleucine conjugate, (563) 17
Indole-3-carbinol, (576) 137
Indomethacin, (558) 33
Induced optical activity, (567) 270
Inducible nitric oxide synthase, (563) 223
Inducible NO synthase, (577) 351
Induction, (563) 179
Inﬂammation, (569) 13; (569) 149; (572) 266; (577) 249
Inﬂuenza A virus, (560) 69; (578) 331
Inﬂuenza virus, (557) 228; (561) 37; (577) 345
Information processing, (563) 7
Information theory, (576) 336
Infrared spectroscopy, (578) 145
ING4, (570) 7
Inhibition, (564) 63; (568) 129; (574) 73; (576) 73; (577) 35
Inhibition mechanism, (576) 201
Inhibitor, (564) 121; (571) 221; (572) 276; (578) 36
Inhibitor jBa, (572) 33
Inhibitor induced, (556) 43
Inhibitor-of-apoptosis protein, (573) 19
Inhibitor screening, (574) 116
Initiation factor, (564) 58
Innate immunity, (571) 81; (577) 209
Inner-arm dynein, (563) 119
Innexin, (577) 42
Inorganic pyrophosphatase, (565) 101
Inositol 1,4,5-trisphosphate, (556) 127
Inositol 1,4,5-trisphosphate receptor, (557) 181; (561) 29; (575) 95
Insect, (576) 216; (577) 512
Insecticide, (570) 30
Insertional-fusion protein, (568) 39
In-situ hybridization, (562) 45; (575) 19
Insulin, (564) 121; (565) 117; (574) 181
Insulin-like growth factor, (557) 64; (568) 19
Insulin-like growth factor-1, (574) 181
Insulin-like growth factor II, (569) 277
Insulin-like growth factor binding protein, (560) 147
Insulin mimetic, (566) 35
Insulin receptor, (565) 70
Insulin receptor substrate protein, (565) 117
Insulin resistance, (558) 27; (560) 153; (577) 539
Insulin secretion, (564) 91; (565) 133
Insulin sensitivity, (572) 129
Integral membrane protein, (564) 213; (572) 261
Integrase interactor 1/hSNF5, (578) 291
Integrin, (557) 253; (558) 107; (569) 185; (577) 327
a5b1 Integrin, (565) 117
b1-Integrin, (576) 343
Integrin antagonist, (577) 478
Integrin-associated protein, (576) 343
Intein, (572) 46
Interaction, (573) 139; (577) 294; (578) 311
Interaction networks, (567) 74




Interferon-stimulated response element, (576) 86
Intergenic, (572) 147
Intergenic region, (556) 59
Intergenic transcription, (567) 27












Intermediate, (566) 95; (567) 333; (577) 75
Intermolecular cation binding, (556) 161
Intracellular adhesion molecule-1, (557) 269
Intracellular domain, (565) 23
Intracellular reduction, (571) 205
Intracellular transport, (568) 23
Intramembrane proteolysis, (557) 185
Intramolecular interaction, (574) 20
Intrinsic ﬂuorescence, (561) 213; (570) 77
Intron–exon structure, (562) 202
Intron gain, (565) 127
Intron insertion, (575) 109
Intron loss, (565) 127
Intronic regulatory element, (568) 122
Inulosucrase, (560) 131
Invasion, (557) 221; (566) 169; (569) 191
Invasion inhibition, (567) 203
Invertase inhibitor, (573) 105
Invertebrate, (577) 42
Ion channel, (565) 171; (568) 35; (576) 205; (577) 299
Ion homeostasis, (576) 266
Ion pump, (564) 301
Ion speciﬁcity, (563) 108
Ionizing radiation, (571) 227
Ipaf, (568) 79
IQ motif, (567) 166
IRAG, (575) 19
Iron, (557) 45; (567) 179; (572) 281; (574) 187; (577) 528
Iron entry, (573) 93
Iron metabolism, (569) 65
Iron regulated transporter, (573) 195
Iron regulatory protein, (574) 187
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Iron–sulfur protein, (576) 442
Iron transport, (564) 294; (573) 195
Ischemia, (571) 237




Islets of Langerhans, (559) 118
Isochores, (573) 73
a-Isoform, (563) 151
Isopentenyl pyrophosphate, (561) 99
Isozyme, (559) 27; (562) 59
ISRE, (570) 97
ISU, (557) 215
Iterative type I PKS, (566) 201
ITM2Bs, (557) 283
J
JA, jasmonic acid, (562) 45
Jak/STAT, (577) 81
JAK2, (570) 126
Janus kinase 2, (558) 96; (572) 307
Jasmonic acid, (572) 118
Jasplakinolide, (565) 163
JunD, (562) 165
Jurkat cell, (569) 169, 191; (576) 320
Jurkat T-cell, (564) 177
K
Ki, (574) 116
K+ channel, (572) 189; (573) 61
K+-dependent G-quadruplex, (571) 112




KCNQ1 (KvLQT1), (574) 145
Kennedy pathway, (569) 173
Keratan sulfate, (556) 216
Keratinocyte, (563) 93; (566) 195; (577) 446
Kernel Fisher discriminant analysis, (571) 93
Keto acid, (577) 381




KH domain, (577) 134
Kidney, (566) 291; (576) 31; (578) 251
Kinase, (571) 43
Kinesin, (569) 54
Kinetic analysis, (560) 69
Kinetic constant, (567) 270
Kinetic model, (567) 270
Kinetics, (556) 143; (556) 193
Kinetochore, (572) 51
Klebsiella pneumoniae, (563) 207
Klotho protein, (565) 143
Kluyveromyces fragilis, (577) 27
Knockout, (564) 153
Knock-out mice: Quinone reductase 1, (578) 116
Kru¨ppel-like factor 5, (578) 99




Kynurenic acid, (577) 381
Kynurenine aminotransferase, (577) 381
L
Labeling, (564) 251
b-Lactamase, (558) 7; (561) 58
Lactic acid bacteria, (570) 217
Lactobacillus reuteri, (560) 131
Lambda phage, (563) 66
Lamin A promoter, (568) 122
Lamin C2, (568) 122
Laminin-1, (576) 161
Lamp-1, (563) 41
Large-scale puriﬁcation, (564) 289
Laser scanning confocal microscopy, (565) 53
Laser tweezers, (563) 23
Late embryogenesis abundant gene regulation, (561) 127
Late endosome, (567) 219





Learning and memory, (567) 121
Lecithin cholesterol acyltransferase, (570) 25
Lectin, (562) 51; (563) 219
Left-handed parallel b-helix, (562) 1
Leishmania, (572) 15
Leishmania, (561) 207; (565) 81
Leishmania major, (560) 158
Lentiviral vector, (560) 178
Lentivirus, (571) 233
Leptin, (557) 64; (565) 139; (577) 351
Leptomycin B, (566) 275; (576) 27
Leucine-rich repeat, (563) 69; (564) 147
Leucine zipper domain, (565) 23
Leukemia, (567) 327; (570) 205; (576) 277; (578) 245
Leukemia inhibitory factor, (557) 64
Leukocyte recruitment, (569) 13
Levansucrase, (560) 131
Lewis Y, (562) 87
Lewy bodies, (565) 1
LG module, (576) 127
LHCII phosphorylation, (569) 337
Library, (564) 24
Ligand binding, (576) 461
Ligand interaction, (576) 287
Light harvesting, (561) 111; (564) 274
Light harvesting 2 complex, (560) 109
Light stress, (576) 211
Lignin biosynthesis, (562) 197; (577) 367
Limbal epithelium, (565) 6
Limited proteolysis, (577) 403
Linker histone, (567) 15
a-Linolenate, (573) 117
c-Linolenic acid, (556) 81; (573) 45
Lipid, (577) 501
Lipid activation, (575) 77
Lipid bilayer, (564) 213
Lipid binding, (576) 363
Lipid domain, (560) 14
Lipid metabolism, (569) 245
Lipid–peptide interaction, (569) 346
Lipid peroxidation, (570) 77
Lipid raft, (556) 204; (557) 143; (559) 1; (564) 109; (565) 70; (566) 25,
121; (569) 135, 272; (572) 289; (575) 81; (577) 87
Lipid transport, (562) 183
Lipids regulation, (557) 39
Lipobead, (567) 344
Lipocalin, (562) 183
Lipofection, (556) 86; (571) 205
Lipoic acid, (577) 170
Lipoperoxidation, (573) 68
Lipophilic cation, (556) 180; (571) 9
Lipophorin, (567) 175
Lipoplex, (556) 86; (571) 205
Lipopolysaccharide, (556) 39; (569) 235; (572) 189; (577) 351
Lipoprotein receptor-related protein-1, (562) 71
Lipoprotein receptor-related protein-1 minireceptor, (562) 71
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Liposome, (576) 387
Lipotoxicity, (560) 103; (577) 539
12-Lipoxygenase, (576) 165
Liquid separation, (567) 92
LIS1, (566) 71
Listeriosis, (561) 99
Liver, (566) 251; (571) 187
Liver cancer, (565) 93
Liver regeneration, (572) 85; (578) 10
Liver X receptor-a, (559) 125
Liver-enriched transcription factor, (578) 63
Livestock, (571) 233
Living cell, (559) 175
LNA, (578) 285
Local anesthetics, (573) 155
Localization, (566) 291; (572) 75; (577) 154
Location probability, (578) 297
Locusta migratoria, (572) 3
Lombricine kinase, (573) 78
Lon protease, (574) 161
Long chain x-3 fatty acid, (559) 125
Long chain fatty acyl-CoA, (577) 451
Long double-stranded RNA, (558) 89
Long duplex DNA, (566) 39
Long term potentiation, (567) 129
Longevity, (557) 136
Loop 7, (577) 205
Low capacity osmoregulated permease, (573) 155
Low-density lipoprotein, (568) 99; (577) 239
Low-density lipoprotein receptor gene family, (565) 23
Low molecular weight protein tyrosine phosphatase, (560) 7
Low temperature adaptation, (569) 178
Lowe’s oculocerebrorenal syndrome, (576) 9
LPS-inducible enzyme, (571) 50
Lsm domain, (569) 18
LTD, (567) 121
LTP, (567) 121
L-type voltage-gated calcium channel, (564) 245
Luciferin, (577) 105
Luciferin-regenerating enzyme, (570) 57
Lugworm, (577) 209
Lung cancer, (577) 67





Lycopersicon esculentum, (573) 51
Lycorine, (578) 245
Lymphocyte, (560) 81; (566) 105; (566) 121; (576) 320
Lysinuric protein intolerance, (571) 177
Lyso platelet-activating factor, (573) 11
Lysophosphatidic acid, (571) 197




Lysosomal pathway of cell death, (569) 49
Lysosome, (567) 219; (577) 141
Lysozyme, (557) 69
LysR family, (574) 101
lytB, (561) 99
Lytic transglycosylase, (574) 73
LZP, (578) 236
M
Macromolecular complex, (570) 143
Macrophage, (556) 39; (567) 275; (568) 65; (569) 321; (572) 266; (574)
80; (578) 180
Macrophage-diﬀerentiated THP-1, (577) 239
Madin–Darby canine kidney, (565) 53
MADS-box gene, (567) 147
Magic-angle spinning nuclear magnetic resonance spectro-
scopy, (564) 319
Main protease, (576) 325
Maize mitochondria, (570) 52
Major urinary protein, (558) 96
Malaria, (556) 245; (572) 109; (575) 91
Malaria parasite, (570) 93
MALDI-TOF, matrix-assisted laser desorption ionization-time of
ﬂight, (562) 35; (573) 186
MALDI–TOF–MS, (570) 20
MALDI-TOF mass spectrometry, (559) 51; (578) 217




Mammalian cell, (557) 185; (573) 127; (576) 231; (577) 345




MAPK, (566) 183; (577) 455
MAP kinase, (566) 255; (576) 114
MAP kinase-interacting kinase 1, (578) 31
MAP kinase kinase, (576) 5
MAP kinase phosphatase-1, (577) 220
MAPK, mitogen-activated protein kinase, (575) 136
MAPK-kinase 5, (566) 255
Marine invertebrate, (577) 209
Marine natural product, (578) 269
Marrow, (559) 6
Mass isotopomer analysis, (557) 115
Mass spectrometry, (556) 1; (562) 177, 202; (564) 104; (567) 92; (569)
217; (570) 107; (575) 86; (576) 51; (577) 386; (578) 269
Matrix metalloproteinase, (557) 125; (563) 129; (569) 156
Matrix metalloproteinase-9, (563) 13; (567) 129
Maturation, (576) 271
MazE (ChpAI) antitoxin, (567) 316
MazF (ChpAK) endoribonuclease, (567) 316
MCA, 7-amino-4-methylcoumarin, (562) 40
MDL denoising, (570) 107
Mdm2, (561) 195
MDM2, (577) 270
mdx mouse, (572) 216
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Membrane fusion, (576) 417
Membrane insertion, (569) 89
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Mitogen-activated protein kinase, (558) 79; (560) 215; (560) 30; (560)
86; (564) 14; (566) 195; (569) 149; (574) 42; (576) 5; (577) 220
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a7 Nicotinic acetylcholine receptor subunit, (575) 52
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N-linked glycosylation, (562) 111
NMDA-receptor, (566) 25
NMDA receptor, (566) 261
NMR, (559) 171; (565) 181; (566) 157; (567) 265; (571) 221; (575) 131;
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30-Phosphoadenosine 50-phosphosulfate synthase 2, (556) 59
Phosphodiesterase, (577) 259
Phosphoenolpyruvate carboxykinase, (561) 202
6-Phosphofructo-2-kinase 4, (576) 14
Phosphofructokinase, (577) 284
Phosphoglycerate kinase 1, (569) 256
Phosphoinositide, (559) 77; (565) 43
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32P-labeled RII peptide, (577) 205
Placenta, (571) 74; (574) 187
Planar lipid bilayer, (575) 95; (576) 231
Planar lipid membrane, (565) 171
Plant, (577) 528; (578) 311
Plant cell wall, (557) 199; (559) 61; (569) 327
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Plant parasitic nematodes, (572) 201
Plant polyketide, (562) 171
Plant protoplast, (556) 99
Plant secondary metabolite, (566) 1
Plant stress response, (563) 17
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Post-transcriptional gene silencing, (563) 123; (566) 307
Post-transcriptional inhibition, (558) 45
Post-transcriptional regulation, (561) 181; (578) 180
Post-translational cleavage, (565) 143
Post-translational modiﬁcation, (561) 44; (564) 85; (574) 1
Posttranslational regulation, (559) 84; (573) 105
Potassium, (563) 108
Potassium channel, (564) 257; (564) 325; (570) 143
Potassium uptake, (578) 58
Potato virus X, (562) 65
PPARc, (572) 266
PPIase, (572) 19




Precancerous condition, (568) 89
Precursor, (557) 239; (577) 209
Preferential ampliﬁcation, (571) 112
Pregnancy-associated plasma protein-A, (560) 147
Premature senescence, (557) 26
Prenyltransferase, (557) 33
Pre-replication complex, (574) 192
Pre-rRNA processing, (565) 106
Presenilin, (557) 185; (564) 213




Primary astrocyte culture, (578) 80
Primary structure, (577) 209
Prion protein, (556) 161; (557) 143; (560) 14; (566) 121;
Prion protein peptide, (577) 127





Procollagen type III, (562) 99
Product speciﬁcity, (557) 33
Proform of eosinophil major basic protein, (560) 147
Progenitor cell, (556) 249
Progesterone receptor, (567) 327
Programmed cell death, (566) 100; (569) 49; (578) 363
Pro-inﬂammatory cytokine, (571) 50; (572) 266
Prokaryote, (557) 45
Prolactin, (565) 139
Proliferation, (566) 169; (571) 237
Proline, (569) 261
Proline oxidase, (578) 63
Proline synonymous codon, (576) 336
Prolyl hydroxylase, (567) 311; (570) 166; (577) 434
Prolyl hydroxylase domain containing protein, (576) 145
Promoter, (559) 159; (564) 41; (565) 195; (576) 137; (577) 55; (578) 99;
(578) 251
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Pro-peptide stimulated folding, (566) 207
Propionyl-CoA synthetase, (556) 143
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Prostaglandin E2, (560) 30; (572) 271
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Protease, (557) 185; (564) 213; (565) 89; (569) 351; (578) 121
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Proteasome, (556) 19; (557) 209; (562) 160, 40; (563) 170; (574) 111
Proteasome inhibition, (578) 217
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Protein A binding, (576) 107
Protein aggregate, (576) 57
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Proteinase inhibition, (560) 147
Protein assembly, (556) 161
Protein biophysics, (557) 174
Protein cavities, (578) 140
Protein classiﬁcation, (576) 348
Protein cross-linking, (556) 1
Protein degradation, (556) 19; (566) 110; (568) 135; (577) 422
Protein disaggregation, (578) 351
Protein disulﬁde isomerase, (559) 129; (566) 110, 311
Protein disulﬁde isomerase-related protein, (566) 311
Protein–DNA interaction, (563) 55; (571) 154; (577) 35
Protein-DNA superstructure, (557) 155
Protein domain, (567) 74; (572) 8
Protein dynamics, (563) 49
Protein engineering, (560) 167; (568) 39
Protein expression, (568) 129
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Protein folding, (557) 248; (570) 166
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Protein insertion into membranes, (569) 261
Protein interaction, (556) 1; (567) 74
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Protein kinase A, (568) 55; (576) 216
Protein kinase B, (574) 181
Protein kinase C, (569) 240; (576) 156; (577) 409
Protein kinase Ce, (570) 20
Protein kinase Cf, (574) 121
Protein kinase CK2, (569) 217
Protein ligand, (567) 179
Protein–membrane interaction, (577) 117
Protein methylation, (577) 181
Protein misfolding, (575) 1; (576) 313
Protein module, (565) 127
Protein oxidation, (556) 253; (558) 74
Protein p53, (560) 25
Protein phosphatase, (557) 1; (578) 58; (569) 240; (577) 141
Protein phosphatase 1, (566) 136; (567) 121, 171
Protein phosphatase 2A, (567) 171; (569) 249
Protein phosphatase 2A, (566) 261
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Protein–protein interaction, (557) 73; (561) 177, 217; (564) 188; (566)
229; (568) 23; (572) 195; (574) 25; (577) 17
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Protein–RNA interaction, (577) 134
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Protein splicing, (572) 46
Protein stability, (562) 16, 40; (565) 155; (576) 468
Protein structure, (560) 221; (567) 159; (575) 14; (576) 358
Protein synthesis, (557) 243; (563) 219
Protein targeting, (576) 97
Protein thermostability, (569) 284
Protein transduction, (572) 221
Protein transduction domain, (572) 221
Protein transport, (569) 82
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Protein tyrosine kinase, (577) 555
Protein tyrosine nitration, (572) 27
Protein tyrosine phosphatase, (560) 7
Proteoglycan, (576) 391
Proteolysis, (560) 147; (567) 152; (574) 89, 111; (577) 27
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Proteomics, (562) 202; (564) 166; (567) 92; (571) 243; (574) 138; (577)
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PTEN, (560) 7; (565) 43; (566) 35
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P-type ATPase, (566) 218; (576) 306
PU.1, (561) 63; (572) 57
Pulmonary emphysema, (556) 249
Pulse radiolysis, (561) 173
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pur cluster, (577) 371
pur6 gene, (577) 371
Puriﬁcation, (562) 22; (571) 61
Purkinje cells, (578) 337
Puromycin biosynthesis, (577) 371
Purple acid phosphatase, (573) 51
Purple membrane bending, (571) 134
Pus7, (565) 59
Pyridoxal-50-phosphate, (564) 143; (571) 141
Pyridoxamine, (564) 143
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Quality control, (568) 110; (577) 422
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Quantum yield, (577) 105
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Quaternary structure, (569) 289; (575) 52
Quercetin 2,3-dioxygenase, (557) 45
Quinone, (570) 171
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Radical mediation, (562) 197
Radioprotection, (578) 26
Raf-1, (556) 26
Raﬃnose family oligosaccharide, (576) 169
Raﬃnose synthase, (576) 169
Raft, (560) 14; (569) 267; (574) 9
Raft lipid, (565) 53
Ralstonia, (556) 143
Ralstonia metallidurans CH34, (575) 86
Raman spectroscopy, (560) 221; (568) 44
Ran binding protein 2, (564) 85
Ran GTPase activating protein 1, (564) 85
RAN1, (566) 218
Random mutation, (575) 14
RANKL, (564) 166
Rapid desensitization, (564) 157
Ras, (578) 305
Ras-like GTPase, (568) 23
Ras-related, (566) 241
Rat, (578) 53
Rat liver nucleus, (571) 35
Rat pancreatic islet, (564) 91
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Reaction center structure, (570) 171
Reactive nitrogen species, (572) 27
Reactive oxygen scavenger, (561) 163
Reactive oxygen species, (556) 111; (567) 189; (569) 1, 94; (571) 31;
(578) 111
Reactive serine, (562) 59
Real-time ﬂuorescence microscopy, (572) 103
Real-time polymerase chain reaction, (563) 129
Real-time quantitative polymerase chain reaction, (557) 243
Real-time reverse transcription-polymerase chain reaction, (564) 91
Real-time RT-PCR, (573) 214
Receptor, (557) 109; (562) 189; (565) 19, 139; (568) 65, 99; (569) 332
Receptor binding, (556) 199
Receptor cross-talk, (572) 238
Receptor interacting protein, (566) 151
Receptor localization, (561) 29
Receptor tyrosine kinase, (569) 207; (577) 333
Recognition code, (560) 75
Recombinant batroxobin, (571) 67
Recombinant fragment, (556) 271
Recombinant protein, (573) 135
Recombination, (567) 142
Reconstitution, (565) 81; (573) 135
RecQ helicase, (574) 151
Red dye hapten, (564) 35
Redox, (569) 1; (576) 449
Redox factor-1, (556) 39
Redox potentials, (576) 77
Redox regulation, (560) 7
Redox state, (578) 53
Reduced folate carrier 1, (566) 83
Reducing sugar, (575) 9
Reduction of antigenicity, (557) 169
Reference design, (560) 120
Refolding, (557) 49; (558) 7; (570) 87; (577) 105
Regeneration, (556) 249
Regenerative Medicine, (578) 10
Region-speciﬁc, (573) 214
Regiospeciﬁcity, (561) 159
Regulation, (556) 64; (569) 27; (577) 35
Regulation of microtubule dynamics, (572) 80
Regulatory domain, (573) 99
Regulatory program, (578) 297
Regulatory protein, (563) 55
Regulatory subunit, (576) 216
Regulatory volume decrease, (559) 45; (566) 287
Rel/nuclear factor-jB signaling pathway, (561) 75
Remaining Yaps, (567) 80
Remote homolog, (577) 159
Remote SAD, (562) 183
Renal cell carcinoma, (556) 137; (567) 203
Renaturation, (558) 7
Reorganization energy, (561) 173
Replicative senescence, (567) 281
Reporter assay, (565) 122
Reporter gene, (576) 339
Repression, (572) 154
Residual dipolar coupling, (569) 112
Resistance artery, (562) 141
Resonance Raman, (570) 161
Respiration, (563) 161; (576) 101
Respiratory chain, (576) 201
Respiratory nitrite ammoniﬁcation, (569) 7
Respiratory syncytial virus, (559) 33
Restricted feeding, (572) 206
Resurrection plant, (559) 61
RET, (569) 267
Retina, (557) 204; (577) 259
Retinal, (560) 125
Retinoic acid, (577) 60; (578) 211
Retinoid X receptor a, (569) 240
Retroviral integration, (578) 291
Retrovirus, (576) 271
Reverse cholesterol transport, (559) 125
Reverse pharmacology, (573) 55
Reverse transcriptase, (573) 38
Reversible aggregation, (556) 167
Rhamnogalacturonan, (565) 188
Rhesus theta defensin, (566) 301
Rheumatoid arthritis, (569) 99
Rhinovirus, (560) 51
Rhizopus arrhizus, (556) 81; (573) 45
Rhodobacter capsulatus, (563) 197
Rhodopsin, (564) 281; (564) 307
Rhodospirillum rubrum, (559) 84
Rho GAP, (566) 294
Rho GTPase, (566) 294; (567) 230; (569) 129
Rho guanine nucleotide exchange factors, (578) 73
Rho protein, (570) 149
Ribonuclease, (557) 164; (568) 39
Ribonuclease activity, (575) 71
Ribonuclease inhibitor, (557) 164
Ribonuclease P, (577) 101, 517
Ribonuclease protection assay, (578) 280
Ribonucleotide reductase, (569) 117
Ribosomal P protein, (560) 134
Ribosomal protein L11, (565) 106
Ribosomal protein S6 kinase, (578) 357
Ribosome, (567) 20
Ribosome assembly, (565) 106
Ribosome-inactivating protein, (563) 219
Ribosome synthesis, (564) 41
Ribozyme, (577) 101, 517
Rice, (568) 155; (574) 151
RING, (578) 21
a-Ring assembly, (569) 211





RNA aptamer, (562) 125; (568) 10
RNA binding domain, (556) 265
RNA-binding protein, (576) 437
RNA cleavage, (567) 316
RNA editing, (563) 165; (572) 15; (577) 535
RNAi, (565) 11
RNA interference, (558) 69, 89; (560) 141, 178, 210; (563) 123; (566)
43, 223; (573) 117; (576) 127, 221; (577) 175, 473
RNA interference (RNAi), (557) 193
RNA localization, (576) 437
RNA metabolism, (569) 18
RNA modiﬁcation, (565) 59
RNA pathogenesis, (567) 136
RNA polymerase, (558) 13
RNA polymerase I, (564) 41
RNA–protein interactions, (556) 7
RNA recombination, (567) 35
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RNase, (557) 248
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RNA silencing, (562) 65; (563) 141; (567) 42
RNA structure, (567) 55
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RORa, (565) 122
ROS, (577) 427
ROS production, (578) 80
ROS scavenging, (578) 26
Roscovitine, (572) 118
ROS-GC membrane guanylate cyclase, (577) 393
Rpn4, (567) 259
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RT-PCR, (567) 339; (569) 191; (574) 62
RT-PCR internal control, (566) 223
Rubrerythrin, (571) 21
Rumen, (576) 226
Run-on assay, (578) 280
Rupture force, (563) 23
S
S100 protein, (558) 114; (572) 289
S100B, (577) 393
S6k1, (578) 357
Saccharomyces cerevisiae, (556) 81; (556) 153; (561) 83; (564) 41;
(564) 63; (565) 160; (567) 80; (568) 129; (569) 272; (570) 155; (573)
45; (576) 119; (576) 291
Saccharomyces kluyveri, (568) 129
SAH1, (577) 501
Salicylic acid, (563) 141
Salmonella, (556) 143
Salt bridge, (577) 294
Salt stress, (562) 189; (574) 101




Sarcoplasmic reticulum, (576) 73
SARS, (565) 111; (576) 174
SARS-coronavirus, (574) 131
Scaﬀolding protein, (561) 29
SCG10, (578) 175
Schistocerca gregaria, (572) 3
Schizosaccharomyces pombe, (568) 129
SCN9A, (567) 339
Search algorithm, (562) 202
Sec24p, (561) 44
Second messenger, (569) 317
Secondary metabolite, (564) 126
Secondary sexual character, (575) 119
Secondary structure, (557) 69; (564) 47
Secondary wall, (564) 183
c-Secretase, (570) 73
Secreted protein, (571) 74
Secretion, (572) 201; (576) 401
Secretory phospholipase A2, (577) 81
Selection, (564) 24
Selective peroxisome degradation, (577) 491
Selectivity, (561) 149





Self-organizing map, (578) 10
Self-protection, (564) 109
Seminal plasma, (571) 197
Semi-quantitative multiplex PCR, (569) 341
Semliki Forest virus E1 glycoprotein, (576) 417
Sendai virus, (567) 291
Senescence, (558) 74; (571) 243
Senescence marker protein-30, (570) 57
Sensitive protein detection, (569) 59




Sequence complexity, (576) 348
Sequence homology, (577) 159
Sequence searches, (569) 31
Sequencing, (570) 107
Ser, (572) 57
Serial analysis of gene expression, (559) 22
Serine 392, (572) 92
L-Serine dehydratase, (576) 442
Serine protease, (573) 51
Serine protease inhibitor, (577) 512
Serine protease inhibitor 2A, (569) 49
Serine–threonine kinase, (556) 187
Serotonin, (563) 3
Serotonin1A receptor, (576) 455
Serpin, (556) 175; (568) 10; (577) 165
Serratia marcescens, (567) 307
Ser/Thr kinase, (556) 211
Serum amyloid A protein, (569) 235
Serum withdrawal, (573) 19
Seven-transmembrane receptor, (576) 461
Severe acute respiratory syndrome, (560) 141; (576) 325
Severe acute respiratory syndrome coronavirus, (574) 116; (577) 187
Sex diﬀerence, (577) 483
SH3, (565) 33; (567) 74
Shaker, (564) 257; (564) 325
Shaker channel, (568) 110
Shaker family, (573) 61




Shikimate kinase, (574) 49
Shikimate pathway, (574) 49
SHIP2, (565) 70
Short hairpin RNA, (558) 69; (560) 178; (577) 376
Short interfering RNA, (558) 63; (561) 89; (567) 203; (573) 117
SHP2, (577) 327
SHPS-1, (557) 204
Shuttle buﬀer, (576) 41
Sialic acid, (561) 163; (566) 105; (571) 99
Sialidase, (557) 228; (566) 178; (577) 265
Sialylation, (566) 105
Sialyl Lewis X, (562) 93
Sialyltransferase, (562) 93
Side population, (565) 6
SIG5, (571) 26
Signal ampliﬁcation, (558) 79
Signal peptide, (571) 74; (575) 109
Signal peptide peptidase, (564) 213
Signal recognition particle, (576) 97
Signal termination, (564) 307
Signal transducer and activator of transcription-1a, (559) 33
Signal transducer and activator of transcription 3, (577) 187
Signal transducer and activator of transcription 5, (558) 96
Signal transduction, (556) 13; (558) 3, 79; (562) 111; (564) 219; (565)
176; (567) 230; (569) 207; (571) 99; (572) 85; (574) 176; (576) 408;
(577) 87, 147
Signaling, (557) 253; (569) 332; (570) 69; (573) 26; (577) 1
Signaling pathway, (563) 35
Silencer of death domains, (558) 101
Silent information regulator, (556) 281
Silver matrix, (566) 291
Single chain Fv, (564) 24; (578) 257
Single channel, (572) 65
Single channel recording, (575) 95
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Single particle analysis, (564) 245
Single wavelength anomalous dispersion, (570) 171
siRNA, (576) 114
siRNA interference, (572) 75
SIRP-a, (557) 204
Site-deletion mutant, (577) 205
Site-directed mutagenesis, (562) 118; (563) 197; (573) 226; (577) 322
Site-speciﬁc glycosylation, (557) 169
Site-speciﬁc recombination, (577) 17
Skeletal muscle, (556) 271; (569) 201
SKI-1, subtilisin kexin isozyme-1, S1P, site 1 protease, (573) 186
Skin, (567) 281
Skin epithelial cell, (577) 249
Skn7, (565) 148
SK-N-MC cell, (560) 215
Skp1, (566) 77
Skp1-Cullin-1-F-box ubiquitin ligase, (566) 77
SLBP, (556) 265
Smad3, (577) 93
Small-angle X-ray scattering, (566) 301; (570) 119; (573) 121
Small heat shock protein, (576) 57
Small interfering RNA, (566) 173; (577) 175, 345, 376, 551
Small molecule inhibitor, (566) 35; (576) 325
Small stress molecule, (564) 121
Small ubiquitin-like modiﬁer conjugation, (573) 15
Small ubiquitin-related modiﬁer-1, (569) 293
SMO agonist, (578) 157
Smooth muscle, (575) 19; (578) 73
SMPP-1M, myosin phosphatase, (573) 207
Smr, (562) 193
Snake toxin, (557) 9





Sodium channel, (558) 114; (572) 256
Sodium translocation, (563) 207
Solamargine, (577) 67
Solid phase peptide synthesis, (574) 156
Solid-state NMR, (568) 117
Solid-state nuclear magnetic resonance, (557) 49
Solid-state nuclear magnetic resonance spectroscopy, (564) 319
Soluble expression, (571) 192
Soluble inorganic pyrophosphatase, (560) 158
Solution structure, (567) 265; (576) 91




Sorting nexin 1, (556) 276
Sox, (556) 236
Sox6, (560) 192; (577) 60
Sp1, (564) 199; (565) 195; (578) 251
Sp2, (578) 251
Sp3, (565) 195; (578) 251
Sparus aurata, (566) 251
Speciﬁc activity, (559) 66
Speciﬁcity, (571) 166
Spectral anisotropy, (573) 68
Spectrin, (564) 97
Sperm chromatin remodeling, (576) 353
Sperm motility, (563) 87; (566) 136
Spermatogenesis, (566) 71; (572) 141
Spermatogonial stem cell, (575) 41
Spermine synthase, (556) 148
S phase, (572) 99
Sphingolipid, (559) 1; (562) 5; (569) 272
Sphingolipid metabolism, (572) 147
Sphingomyelin, (557) 288; (575) 81
Sphingomyelinase, (557) 288; (562) 5
Sphingosine, (568) 30; (578) 106
Sphingosine kinase, (568) 30; (578) 106
Sphingosine 1-phosphate, (562) 5; (568) 30; (577) 333; (578) 106
Sphingosylphosphocholine, (557) 288
Spike protein, (560) 141
Spinach, (569) 337
Spinal muscular atrophy, (572) 69
Spinal muscular atrophy (wr, mdf), (561) 191
Spironolactone, (570) 69
Splice variant, (569) 185; (575) 99; (578) 157
Splicing, (563) 113
SPMS, (556) 148
Spontaneous curvature, (576) 205
20S proteasome, (569) 211; (578) 217
26S proteasome, (565) 39
Sprouting, (557) 125
Src, (557) 221; (560) 215; (565) 33; (567) 321
Src homology 2 domain, (575) 35
Src homology 2 domain-containing leukocyte protein of 76 kD, (575)
35
Src homology 3 domain, (557) 221
Src kinase, (570) 69
Sry, (556) 236
Stability, (566) 48; (578) 257
Stabilization center, (567) 239
Stable transfection, (578) 99
Stalling of DNA polymerization, (571) 112
Staphylococcus aureus, (566) 195
Staphylococcus aureus cell-surface Protein A, (576) 107








Statistical analysis, (567) 239
Staurosporine, (571) 103
Ste20, (572) 41
Stem cell, (565) 6; (578) 1
Stem cell regulation, (567) 116
Stemar-13-ene, (571) 182
Steroid receptor RNA activator, (566) 43
Steroid receptor RNA activator homologue, (566) 43
Steroid receptor RNA activator protein, (566) 43
Sterol regulatory element binding protein-1c, (577) 539
Sterol regulatory element binding protein-2, (577) 93
Sterol responsive element binding protein, (568) 4
Stopped-ﬂow kinetics, (576) 101
Store-operated channel, (556) 121
Strand annealing, (578) 345
Stratum corneum, (577) 446
Streptavidin, (560) 173
Streptococcal antigen I/II, (566) 190
Streptomyces, (572) 19; (577) 371
Streptomyces griseus, (571) 192
Streptozotocin, (572) 206
Stress, (556) 153; (562) 11; (567) 80; (572) 227
Stress granule, (572) 69
Stress protein, (572) 3
Stress resistance, (557) 136
Stress response, (577) 215
Stretch, (562) 141
Stretch-activated channel, (576) 291
Striatum, (564) 153; (572) 227
Stromal cell, (569) 13
Structural change, (556) 43
Structural genomics, (562) 183; (571) 141
Structural invariants, (569) 31
Structural model, (562) 1
Structural motifs, (569) 31
Structural plasticity, (567) 121
Structure, (564) 234; (564) 239; (565) 181; (567) 67; (568) 19; (568) 99
Structure–function, (570) 138; (575) 95
Structure–functional assignment, (567) 297
Structure prediction, (569) 31; (576) 287
STZ, streptozotocin, (564) 19
Sub-diﬀraction limit, (573) 6
Substrate-assisted catalysis, (567) 307
Substrate inhibition, (556) 143
Substrate mass, (576) 381
Substrate selectivity, (574) 62
Substrate speciﬁcity, (560) 3; (561) 155; (567) 197; (570) 184; (573) 78;
(574) 131; (576) 9; (577) 367, 555
Subtractive hybridization, (576) 320
Subtype, (563) 170
a-subunit, (569) 211
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a2d subunit, (576) 21
Subunit a, (556) 35
Subunit assembly, (570) 87
Subunit interaction, (566) 48
Succinate dehydrogenase, (556) 64
Succinyl homoserine, (577) 386
Sucrose density centrifugation, (575) 52
Sucrose:fructan 6-b-D-fructosyltransferase, (567) 214
Sucrose:sucrose 1-b-D-fructosyltransferase, (567) 214
Sudden cardiac death, (574) 145
Sugar isomerase, (577) 469
Sugar kinase, (577) 469
Sugar-nucleotide-modifying enzyme, (559) 136
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Superoxide, (556) 111; (557) 136; (561) 94; (562) 129; (570) 52; (577)
239
Superoxide anion, (573) 219
Superoxide dismutase, (562) 22
Superposition, (564) 269
Support vector machine, (576) 348
Supported bilayer, (569) 346
Suppressor, (562) 65
SUR2, (569) 272
Surface expression, (562) 111; (570) 138
Surface histidine, (566) 157
Surface molecular packing, (570) 82
Surface plasmon resonance, (559) 96; (564) 136; (567) 55; (568) 89
Survival, (562) 65; (570) 102; (573) 19; (577) 1
Survival motor neuron, (572) 69
Survival protein A (SurA), (568) 94
Survival signaling, (577) 270
SV channel, (576) 449
Sweet taste, (573) 135
Swelling, (569) 37
Synaptic plasticity, (567) 121
Synaptojanin, (576) 9
Synchrotron radiation, (556) 43
Syncytialization, (577) 473
Synechocystis 6803, (571) 119
Synechocystis PCC 6803, (576) 101
Synechocystis sp., (574) 85
Synechocystis sp. PCC 6803, (574) 101
Synercid, (567) 20
Synergetic inhibition, (576) 46
Synthetic gene, (577) 227
Synthetic lethal, (557) 215
Synthetic peptide, (577) 299
Synthetic small interfering RNA, (558) 89
a-Synuclein, (565) 1; (572) 227; (576) 363
b-Synuclein, (576) 256
Synucleinopathies, (565) 1
Syringomycin E, (569) 272
System y+L., (571) 177
Systematic base-pair substitution, (563) 55
Systematic evolution of ligands by exponential enrichment, (562) 125
Systemic inﬂammatory response, (572) 189




3T3-L1 adipocyte, (558) 27
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